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Abstract: Protein degradation and its parameters are of great importance for us to understand the
biological functions of proteins, study the mechanism and regulation approaches of protein
degradation machinery and screen for drugs targeting the degradation of disease-causing proteins.
Given that available protein turnover rate measuring methods all have certain disadvantages, this
project is aimed at establishing a novel protein turnover rate measuring technology, which is capable
of measuring endogenous protein degradation in a high-throughput manner. This technology is based
on the rationale of pulse-chase, and by combining Strain-Promoted Azide-Alkyne Cycloaddition
(SPAAC) and Homogeneous Time-Resolved Fluorescence (HTRF), we are able to measure protein
turnover rate with high throughput, accuracy and specificity. After tries and optimizing, | verified the
validity and practicality of this new method, and succeed in applied it into a high-throughput way.
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